**Abstract**

**Objective:** The domestic violence may be related a number of neurotransmitters, and its associated gene, especially polymorphism of catecholamine-O-methyltransferase(COMT) gene, and gene expression. Herein, we sought to investigate the association between COMT gene rs4680、rs4818 polymorphism and domestic violence in Han and Uygur on alcoholics in Xinjiang.

**Methods:** The methods of PCR and Direct PCR sequencing were conducted to detect rs4680 and rs4818 single nucleotide polymorphism loci of COMT gene in 208 domestic violence perpetrators and 180 normal controls. The association between the polymorphisms and violent behavior was analyzed with SPSSl7.0. The SHEsis program was applied to perform the combined effect analysis of the paired SNPs.

**Results:** The frequency of the genotypes and alleles of rs4680 and rs4818 polymorphisms in the domestic violence group were not statistically different from those in the normal control group(P\>0.05).The two groups were divided in Han and Uygur ethnic group. The frequency of the genotypes and alleles of rs4680 and rs4818 polymorphisms in the domestic violence Uygur and Han ethnic group were not statistically different from those in the normal control group(P\>0.05). The results in Han and Uygur ethnic group of the combined effect analysis showed that rs4818-rs4680 in the domestic violence group were not statistically different from those in the normal control group(P\>0.05).

**Conclusion:** COMT gene rs4818、rs4680 polymorphism may be not associated with domestic violence on alcoholics in Xinjiang.
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